Introduction
Vizcaíno in 1603 (White 1995). Russian and native Alaskan hunters periodically exploited seal populations
Iran
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Small sample sizes on each island limit the strength of the conclusions that can be drawn from this observation.
151
As an alternative to models of population structure based on allele frequencies at unlinked sites, we also 152 examined long haplotypes putatively shared identical by descent (IBD). We focused on IBD segments longer 153 than 1 cM -that is, segments with expected time to coalescence of 50 generations. These segments provide a 154 window onto shared ancestry at shallower time depths than allele-frequency differences ( Figure S4 ). We find m a i n l a n d P o r t o S a n t o R u a p u k e A n t i p o d e s A u c k l a n d P i t t C h a t h a m F l o r e a n a F a r a l l o n O r k n e y H e l i g o l a n d and Table S4 ). The longest fixed regions span 6.2 Mb on the autosomes and 13.0 Mb on the X chromosome. We 181 cannot exclude the possibility that some of these regions were fixed by selection on locally-adaptive mutations 182 rather than by drift alone. received few migrants since they were established.
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Rodenticide resistance
211
The most widely-used means of rodent eradication is application of coumarin-type anticoagulants such as 
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On isolated islands, the conditions underlying this approximation break down. Although demes may 
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Crosses between inbred strains derived from Gough Island (GI) and a North American mainland population
299
(WSB/EiJ) have provided empirical confirmation that the basis for island-mainland differences in body size - Table S4 . Genomic regions fixed on Farallon and Floreana islands. 
